
−4.55

−1.34

1.87

5.08
organ regeneration

G
S

Z
MLH1_normHNPCC
MLH1_adenomaHNPCC
MLH1_cancerHNPCC
other_normHNPCC
other_adenomaHNPCC
other_cancerHNPCC

LCP1
CAV1

TGFBR2
CXCL12
SOCS3
NNMT
CCL2

GSTP1
CCND1

CDK4
EIF4A1

PKM
TYMS

APOA1
PPARG

ADM
UGT1A1
CDKN1A

−0.5 1.2∆ e



−4

−2

0

2

4

6

organ regeneration
G

S
Z

on
−
off

# features = 65

1

2



M
LH

1_
no

rm
H

N
P

C
C

M
LH

1_
ad

en
om

aH
N

P
C

C

M
LH

1_
ca

nc
er

H
N

P
C

C

ot
he

r_
no

rm
H

N
P

C
C

ot
he

r_
ad

en
om

aH
N

P
C

C

ot
he

r_
ca

nc
er

H
N

P
C

C

−6

−4

−2

0

2

4

6

organ regeneration
G

S
Z


